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Research Area 

Chromatin Biology, Epigenetics and Single Cell Genomics, Transcription Regulation, Biology of 

non-coding RNA, Cellular Heterogeneity, Molecular Biology, Marine Genomics and NGS Data 

Analysis, Bioinformatics and Computational Biology. 

 

Projects 

1. Deciphering Chromatin Rewiring during Chickpea Seed Development (Funded by the 

Department of Biotechnology, Govt. of India, ~98 Lakhs, 2024-2027). 

2. Investigating the role of parental-specific chromatin organization in regulation of genomic 

imprinting (Funded by the Anusandhan National Research Foundation, Govt. of India, ~72 

Lakhs, 2025-2028). 

 

Research Experience 

❖ Assistant Professor (October 2024- Present) at School of Biological Sciences and 

Biotechnology, Goa University, Goa, India. 

❖ Staff Scientist II (August 2023- October 2024) at the National Institute of Plant Genome    

Research, New Delhi, India. 

❖  Post-doctorate (DBT-RA, March 2022- July 2023) at the School of Biological Sciences and 

  Biotechnology, Goa University, Goa, India.  

❖  Post-doctorate (October 2019- March 2021) at Louvain Institute of Biomolecular Science 

  and Technology (LIBST), UCLouvain, Belgium. 

❖  Post-doctorate (April 2017-July 2019) at the Department of Plant Biology, Uppsala  

BioCenter, Swedish University of Agricultural Sciences, Sweden. 

❖  Ph.D. (2010-2017) at Plant Molecular Biology Lab, Council of Scientific & Industrial 

Research- National Botanical Research Institute, Lucknow, India. 
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Awards, fellowships and other achievements: 

❖ CSIR- Senior Research Associateship (SRA)/Scientists Pool Scheme fellowship (2023). 

❖ DBT-Research Associateship from the Department of Biotechnology, India (2022). 

❖ Cleared the Joint CSIR-UGC NET for JRF, ARS-NET -2015, GATE and CEEB.  

❖ Editorial Board Member for BMC Research Notes. 

❖ Members of the reviewer board of Plants (MDPI).  

 

Research Directions 

Role of higher-order chromatin organization in seed biology. 

Seeds constitute a significant part of our diet; however, our understanding of the molecular 

mechanisms underlying seed biology remains limited, thereby affecting the foundation of seed 

yield in agriculture. Thus, investigating the molecular mechanisms that regulate seed development 

presents an exciting research avenue with immense relevance for enhancing agricultural 

productivity. 

To comprehensively comprehend seed biology, I am keen on exploring epigenetic approaches to 

identify enhancers elements using techniques such as Chromosome Conformation Capture (3C) 

based methods, ChIP-Seq, BS-Seq, RNA-Seq and Computational data analysis. These methods can 

help identify enhancer-like elements that govern the expression of genes associated with seed 

vigour. These enhancers represent potential targets for engineering agronomic traits and will open 

exciting avenues to develop climate-ready crops toward global food security. 
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Interested in joining the lab? 

 

Motivated researchers (Postdoc/Ph.D./Trainee) interested in Genomics and epigenomic 

regulation are welcome to contact the PI. 

Lab Site 

https://sites.google.com/view/drvikashyadav/home 

 

https://doi.org/10.1002/9781119509967.ch13
https://sites.google.com/view/drvikashyadav/home

